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During the preparation of Figure 2G, the authors inadvertently included in the left-hand panel a different exposure of the TLC plate
shown in Figure 1E. The experiment in Figure 2G compares the effect of ATGL knockdown and Atg5 knockout on Red C12 meta-
bolism, and the replacement left-hand panel includes the correct data showing Red C12 alone and Red C12 modifications in cells
that were treated with non-coding or ATGL siRNA and then starved in HBSS for 0 or 24 hr. These changes do not affect the conclu-
sions of the paper. Figure 2 in the online version of the paper has been replaced with the corrected version shown below. The authors
apologize for any confusion this error may have caused.Developmental Cell 33, 489–490, May 26, 2015 ª2015 Elsevier Inc. 489
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Figure 2. Cytoplasmic Lipase Activity, but Not Lipophagy, Is Essential to Liberate FAs from LDs for Transfer to Mitochondria
(A) WT MEFs were assayed as described in Figure 1A after RNAi using noncoding or ATGL siRNA. Scale bar, 10 mm. h, hours.
(B) Quantification of the correlation between Red C12 signal and LDs (upper graph) or mitochondria (lower graph) in the experiment shown in (A). NC, noncoding.
(C and D) Atg5-WT and Atg5-deficient cells were assayed as described in Figure 1A. Scale bar, 10 mm. (D) Quantification of the correlation between Red C12
signal and mitochondria in the experiment described in (C).
(E and F) Mitochondrial respiration is dependent on cytoplasmic lipase activity. Mitochondrial respiratory activity of 6 hr-starved WT MEFs was measured in the
presence of (E) the lipase inhibitor DEUP and (F) 3-MA to inhibit autophagy.
(G) TLC resolving Red C12 isolated from cells assayed as described in (A) (left panel) or (C) (right panel).
(H) Relative amounts of esterified and free Red C12 were quantified from images of TLC plates, normalized to Red C12 levels of WT cells at the 0 hr time point.
Data are expressed as means ± SEM. *p < 0.05; ***p < 0.0001; n.s., not significant. See also Figure S2.
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